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Takeshi Toda - Akita Prefectural University, Akita, Japan.

Honglian Li - Henan Agricultural University, Zhengzhou, Henan, China.

Ning Zhang — Rutgers University, New Brunswick, NJ, USA.

Current membership - ~300 member

Website managers: Stephen Neate, University of Southern Queensland, Institute for
Agriculture and the Environment, Centre for Crop Health, Toowoomba, Queensland,
4350, Australia.

About the IRSMC: The International Rhizoctonia Committee was established in
Montreal in 1993 to promote exchange of research information related to beneficial and
disease causing fungi in the Rhizoctonia species complex and to encourage international
collaborative interaction and projects among colleagues working on various aspects of
Rhizoctonia research.



Committee Meetings: Short meetings are conducted with some members once a year via
either Skype or email. Additionally, during ICPP meetings, committee members meet
during their satellite meetings and discuss issues dealing with finance, future meetings
and research topics.

Committee Activities: The committee is actively engaged in discussing nomenclatural
issues related to the one fungus one name concept to provide recommendations to the
Rhizoctonia community. The nomenclatural taxonomic working group consists of the
following members; Joost Stalpers, Scott Redhead, Amy Rossman, Marc Cubeta, Roland
Kirschner, Gitta Lange, Karl-Henrik Larsson, Lorelei Norvell, Franz Oberwinkler
(deceased), and Peter Roberts. A meeting for the working group has tentatively been
schedule at the International Mycological Congress in San Juan, Puerto Rico in July 2018
to develop a white paper document entitled “Competing sexual-asexual generic names in
the Agaricomycotina, Basidiomycota with recommendations for use” that will be
submitted to IMA Fungus journal for publication in fall 2018. Members of the committee
are developing an “omics platform” to provide a portal to access genomic, metabolomics,
proteomic, and transcriptomics data for the Rhizoctonia community. Members of the
committee have tentatively agreed to develop an online American Phytopathological
Society Press publication for Rhizoctonia research protocols.

Subject Matter Committee focus issues:

Administration:
* Focus on recruiting young researchers who are passionate and can serve and lead the
International Rhizoctonia Subject Matter Committee (IRSMC).
*  Working on updating and reconstructing the IRSMC website.

Science based research:

* Developing a conceptual framework and experimental tools to better delineate and
identify species and lineages of Rhizoctonia fungi.

* Developing improved and novel strategies for managing Rhizoctonia diseases.
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